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Chromosome Gene name Gene length | Number of exons Orientation Closest neighbor Gene arrangement Distance Sense reads AS reads
1 CNST 20 41 + SCCPDH T-H 55 1 0
1 INADL 420 39 + L1TD1 T-H 31 5 0
1 NR_040077 370 16 + WLS T-T 0 5 0
1 HIST3H2BB 0.45 1 + 9 0
1 SESN2 23 10 + MED18 T-H 46 12 0
1 HIST2H2AA4 0.6 1 - 18 0
1 MTR 106 33 + RYR2 T-H 30 23 0
1 SKI 81 7 + MORN1 T-T 11 27 0
1 IPO9 55 24 + SHISA4 T-H 4.4 31 0
1 HIST2H3C 0.5 1 + 60 0
1 OTUD3 30 8 + PLA2G2E T-T 7.3 63 0
1 HIST2H2AA3 0.6 1 + 154 0
1 Clorf43 136 7 - Clorf189 T-H 0.4 1 1
1 MSTO1 4.8 14 + YY1AP1 T-T 49 1 1
1 F11R 26 10 - ITLN2 T-H 40 1 2
1 ACOT7 130 12 - GPR153 T-H 3.2 1 8
1 NCSTN 55 33 - COPA H-H 0 11 1
1 SPEN 94 15 + ZBTB17 T-T 14 84 1
1 SERINC2 25 12 + LOC149086 T-H 63 95 1
1 CNN3 27 7 - SLC44A3 T-T 1.7 221 2
1 COPA 55 33 - PEX19 T-H 3.4 3 0
1 FCRLB 5.5 6 + DUSP12 T-H 23 1 3
1 PHC2 52 15 + ZNF362 T-T 23 4 0
1 SLC1A7 56 11 - PODN T-T 1.7 4 0
1 OBSCN 170 61 + TRIM11 T-T 15 2 4
1 SETDB1 39 22 + CERS2 T-T 0.4 10 4
1 MAN1C1 166 12 + SEPN1 T-H 15 1 5
1 HIST2H3C 0.6 1 - 6 2
1 FUBP1 31 20 - NEXN T-T 4 11 0
1 HIST2H2BE 2.2 1 - 23 1
1 EDARADD 90 7 + LGALSS8 T-H 32 4 24
1 PTCH2 23 23 - BTBD19 T-T 5.5 27 1
1 NVL 103 22 - DEGS1 T-T 34 28 142
1 ENO1 18 12 - ENO1-AS H-H na 38 0
1 HIST2H4A 0.6 1 - 53 0
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